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Advances in Researches on Genetic Basis of Genus Corylus
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Abstract: In this paper a detailed description is given of the progress of hazelnut genetic basis including
genetic diversity population genetic structure and phytogeography and cultivar characterization aiming to
lay the foundation of basic research and genetic improvement of hazelnuts in Sichuan.
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Table 1 Genetic diversity of hazelnuts
Palmé * 2002 ¢pPCR-RFLP 26 248 STO%OM; hs 0.088 Fsr 0.080; Gy 0.033; Ny
SSR(3 ) hy 0.428; hs 0. 138 Fg 0.857; G 0.678; N
0 810
Bassil 5 2005 SSR(25 ) 20 Na 7.15; Ho 0. 62; He 0.68: PIC 0. 64
8 Na 13.22; Ho 0.59; He 0.78; PIC 0.76
Boccacei © 2005 SSR( 18 ) 20 ( ) Na 7.1; Ho 0.70; He 0.67; PIC 0.64;PD 0.77
Boccacei 7 2006 SSR(16 ) 78 Na 9.4; He 0.78;PD 0.91
8 130 1-
2007 RAPD(24 ) 48 ) i s w
o 2008 SSR(7 ) 7 085 Na 9.57; Ne 6. 13; Ho 0.482; He 0.833; PIC 0. 800
Boccacei 2008 SSR(16 ) 33 Na 7.1; He 0.70: Ho 0. 80
Gokirmak ! 2009 SSR(21 ) 198 Na 9.81; Ho 0.67; He 0.72; PIC 0. 68
Boccacci 2 2009 pSSR(4 ) 75 (4 ) H 0.000 ~0.533; Hiotal 0.391
13 2009 SSR(11 ) 6 34 Ne 7.36; Ho 0.34: He 0.77; PIC 0.73
" 5000 SSR(8 ) o Na 5.125; Ne 2.4996; Ho 0.7148; He 0.5532; PIC
0.495
Giircan 13 2010 SSR(12 ) 88 Na 9.67; Ho 0.69; He 0.69; PIC 0. 65
Ferreira '6 2010 ssr(1ir ) 0 21 o 3-13
19 H 0.07 ~1.08
Giircan 7 2010 SSR( 86) 50 Na 10.55; Ho 0.69; He 0.76: PIC 0.73
18 2011 SSR( 18 ) 64 . 8137196.778; Ne 5.950; Ho 0.689; He 0.742; PIC
Campa *° 2011 SSR(13 ) 116 | (40 76 Na 7.0; Ho 0.68 ;He 0.73 ;PIC 0.69
Sathuvalli 2 2012 SSR(21 ) 87 Na 10.90; Ho 0.68; He 0.74: PIC 0.71
Martins 2! 2012 cpSSR( 4 ) 13 .19 H 0.111 ~0.244
Leinemann # 2013 20 Na 2.46; Ne 1.39; He 0.21; PPL 0.79
AFLP Na 1.46; Ne 1.24: He 0. 15; PPL 0. 63
c¢pSSR Na 1.01; Ne 1.00
Boccacci 2 2013 14 42 H 0.26 ~1.57
Na 4.2 ~7.8; Ne 3.1~4.7; Ho 0.173 ~0. 89; He
SSR(10 ) 118 (8 ) o0 se 076
Bassil 2 2013 SSR(14 ) 158 Na 11.7; Ho 0.49; He 0.79; PIC 0.76
pSSR(6 ) 3 H 0.330 ~0. 688 0.54
s Na 3.57 ~7.57; Ne 2.32 ~3.99; Ho 0.54 ~0. 69:
Fine 2013 SSR(7 ) K He 0.50 ~0.70; PIC 0.93 ~1.44
Ahmadi 2 2013 SSR(10 ) 10 Na 6.3: Ho 0.97:PIC 0.708
» 50 Ne 1.6751;
2014 ISSR(7 ) (H) 0.3701; Shannon (1) 0.5308
Di 2014 SCAP 8 Ne 1.5106; H 0.3130: T 0.4790: PPB 0. 9803
Demir 2014 RAPD( 13 ) 27 29 13 0. 697
" 26 13 .19 Na 1.882; Ne 1.550; h 0.314:1 0.465: Ht 0.302:
Martins 2014 ISSR(18 ) Hs 0. 188: Gst 0.379: Nm 0.820
Na 1.984; Ne 1.465; h 0.286: 1 0.442; Ht 0.274:
AFLP(7 ) Hs 0. 186: Gst 0.332; Nm 1.052
Mohamm-adzedeh 3 2014 (33 ) 3 ) (29 6 v 9.25% ~52.31
ISSR(10 ) 140 RP 4.20

RAPD(15 ) 188 RP 3.71
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DNA PCRRFLP.AFLP.

RAPD.SRAP.SSR. ¢pSSR
» PCR-RFLP( Polymerase chain reac—
tion — restriction fragment length polymorphism .
) . AFLP( Amplified
fragment length polymorphism
) \RAPD( Random amplified polymorphic DNA
DNA ) \SRAP ( Sequence-related
amplified polymorphism )~
cpSSR( chloroplast simple sequence repeat
)
o SSR ( Simple se—
quence repeat )
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